






µ









0.0000001

0.000001

0.00001

0.0001

0.001

0.01

0.1

1

-5 -4 -3 -2 -1 0 1 2 3 4 5p
-v

a
lu

e
 (

T
-t

e
st

)

log2 fold-change to parental cell line

Lapatinib resistant lysates - DigiWest

Aurora A - phospho Thr288

Aurora A (AIK)

Aurora B (AIM1) 

Caspase 7 

Caspase 9 

Caveolin-1 

cdc2 (CDK1) 

CDK6 

Cyclin B1 

Cytokeratin 8 

DUSP6 (MKP3) 

DUSP9 (MKP4)

EGFR 

EGFR - phospho Tyr1068

EGFR - phospho Tyr845

EphA2 

Erk1/2 (p44/42) - pT202/Y204

Her2

IRAK4 Phospho T345/S346

LATS2 

MKK6

p21/Waf1/Cip1 

p27(Kip1) (CDKN1B) - pS10

p27(Kip1) (CDKN1B) 

p53

Pyk2 / FAK 2 

RSK 1 

RSK 1/2/3

Src - phospho Tyr416

STEP (PTPN5) 

YAP - phospho Ser127

H
2
9

2
 P

a
re

n
ta

l 
R

e
p

 1

H
2
9

2
 P

a
re

n
ta

l 
R

e
p

 2

H
2
9

2
 P

a
re

n
ta

l 
R

e
p

 3

H
2
9

2
 R

e
si

s
ta

n
t 

R
e

p
 1

H
2
9

2
 R

e
si

s
ta

n
t 

R
e

p
 2

H
2
9

2
 R

e
si

s
ta

n
t 

R
e

p
 3

0.000001

0.00001

0.0001

0.001

0.01

0.1

1

-10 -5 0 5

p
 v

a
lu

e
 (

T
 t

e
st

)

Log2 fold changes control vs. Lapatinib resistant
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KinoBead pulldown analysis: MS vs. DigiWest
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